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Table S1: Statistics of sequences for different countries

Name of the Country | Number of Sequences | Name of the Country Number of Sequences | Name of the Country | Number of Sequences | Name of the Country | Number of Sequences |  Name of the Country Number of Sequences
USA 11936 China 654 Ecuador 151 Colombia 53 Georgia 12
England 11687 Portugal 637 149 Romania 50 Mali 1
India 10286 Finland 565 147 North Macedonia 50 Morocco 11
Scotland 3784 Luxembourg 513 Czech Republic 141 Sri Lanka 44 Kenya 10
Australia 3345 Canada 496 Aruba 136 Argentina 41 Malta 10
Denmark 2544 Ireland 487 Uganda 130 Senegal 35 Bosnia and Herzegovina 4
Wales 2425 Singapore 477 Egypt 123 Vietnam 35 Lebanon 4
Iceland 1886 Austria 466 Chile 108 Cambodia 33 Bulgaria 4
Belgium 1534 Northern Ireland 426 Nigeria 94 Tunisia 31 Cyprus 4
Switzerland 1474 Russia 404 Turkey 93 Costa Rica 30 Guatemala 3
Germany 1366 Indonesia 314 Peru 90 Kazakhstan 29 Kosovo 3
Spain 1288 Bangladesh 296 Slovenia 90 Kuwait 27 Iran 3
France 1150 Israel 292 Ghana 82 Montenegro 25 Jamaica 3
Brazil 1072 Mexico 263 Slovakia 79 Bahrain 23 Sierra Leone 3
Italy 1034 Jordan 253 Malaysia 79 Curacao 2 Rwanda 2
South Korea 978 Norway 225 Thailand 69 Pakistan 19 Brunei 2
Netherlands 905 Poland 208 Lithuania 66 Hungary 17 Panama 1
Japan 738 New Zealand 205 Croatia 62 Serbia 16 Nepal 1
South Africa 715 United Arab Emirates 185 Saudi Arabia 61 Belarus. 15
Sweden 665 Greece 151 Oman 59 Suriname, 14
SI. No. | Name Link
1 Monthwise Entropy of Mutations for 71038 Global SARS-CoV-2 Genomes | http://www.nitttrkol.ac.in/indrajit/projects/ COVID-Hotspot-Mutation-Global-71K/downloads/supplementary/MonthWise-71038-Global-SARS-CoV-2-Mutation-Entropy.xIsx
2 Monthwise Entropy of Mutations for 10286 Indian SARS-CoV-2 Genomes | http://www.nitttrkol.ac.in/indrajit/projects/COVID-Hotspot-Mutation-Global-7 1 K/downloads/supplementary/MonthWise-10286-Indian-SARS-CoV-2-Mutation-Entropy.xlsx

Table S2: Link of Monthwise Entropy of 71038 Global and 10286 Indian SARS-CoV-2 Genomes
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Table S3: Monthwise entropy of Hotspot mutations for 71038 Global SARS-CoV-2 Genomes along with other details

G | oo | Gramgem | Gene ot Jomry Py 2020 | e 2030 | Agrizizn | iy 2020 iy 2020 | g 2020 | Sepemier2020 | Onr2020 | November 2020 | Drcemivr 2020 | Jumvry 2031 | Py 2021 | Nrch 2021 | Aprizuat | ey 2021 | Joneziad
Postion | Nuctwide | Amino Acd Seqwrees | o1 20 o G I o o6 o o w53 e o s | wa | om
| GoaGT | ok | Nateounid o3 osani | _owsn | oeen oo | owon ots osetzs oo o5 owrs o9 o767 | oewer | oome | oosion
| oc Nedeospnd otz [ ow | oo vssr | owm o o056 oo oo vowo [ o | owmi | oss | oo
e | oa Nodtocapsd o7 osize | osm | oewr | ow | oswst | owos ossls o520 o ooz | owmm | owwss | oses | oower
men | Gaco e o007 o oo | oot | owiz | oo | oo o105 o128 o179 o3 e oseise | o | oswan | omsi | overn
e | T NS 0 D ooz | oo |0 | oo p vonai oo oo D osmw | o | omen | o | oswwe | omm
~ S o108 oo | oo | oowzs | ooz | ooiss | oooins ootost oorses 00566 osois | omwe | oww o | owis

o Nsre o o o o | owsr | owzi | oomss oo o9 o3 ossiie | o | oeow oswer | o

= Nestorapad v oo | om0 [ owms | ows | oo e oo oo o007 [ T oo | ownss

ot e o ooz o | owez | oo | oows | ooms 00052 oo voe7 oson oo | owm oo | oerss

[ o0 ooz | owe | oo | ower | oons | oo oo voss Ve oo | o | osess o9 | osm

ot o o ooy | oo | oo | oo | oosem Sowon vosto o o202 vn | oom | owne | oww | oww | owm

T o o f ) o[ owe f vo1 ool oo o o535 oo | osew | owmn | o | osens

o D D v oo |0 owes | oo oo S0 oows v oo oo | osmwoe | oo | osmsi | oo

= o oo e | oo o | owa | oowis | oo oot o707 Ve oo o615 oo | oaws | oem | o | oww

o o oos voosss | oowis | ooois | owe | oo | oore oot oo o oo oot oo | oeism | owmr | osmw | osoie

= 106 D o 0 o ows | ow o vos oo o0 = T O N 2 T

- o oo D oo o | owae | oowis | owe oot e vt o2 oo | oersm | e | osw | oswes

. o o7 o oot o | owns | owrs | oo ooriis [ vieiie v oo | owism | owmr | ossii | osomn

= - oons D S0 o owas [ ows | oo oonis S0 visrz v N T N I

- Gior P p v oww [ o owe o voas oo oo o2 I vooses | o | osw | owmr

o Gior o o o o o | oo o oo o069 oo oo voor | omons | osimis | osi | e

T Fiov D D D D " ow D oot oo oo oo T T N Iz T

Dt P p o | owm | o f o0ty f oorss oo vaiier oo | o | oo | owie | owier

wsizr voros o0 R R o oot [T oot oo vows | o | owes | omes | owiew

S| oo o D vo | owars | oows | ooern | _oem voesi b0 oot Vi O I A I T

= vier e [ Gow | oo | owim oo | oooits ootost ooiszs oo 0 ooosts | owost | oews | owess | oswem

ot e N o D T I T 0 vooss D o B T I N =

™ Fios ot D o D " " oo D vonas o0 oo oo Vet Vo7 oo | o | omw | oes

o hwr o o oot | oowss | oo | owms | owre | oo [ oo0s ooes oo o508 vowe | oemst | ossr | osm | ower

D | Netnid D 0 o 0 o o 0 D 0 oos oo osioor | omusss oo | oew | ows | owm

o oy o o e I I I o063 oo vos varm T R R R R

P iy o o oooisz | oo | oumsi | oovies | oowis ooz (e ooees oaisw oS vosos | oerm | owsts | osww | oder

IS e voros oo | oo T = v D o0 ooz (B o1 T A T =

D | Naeosapid P f ) o f p o P f oo v o oaiosT | oem | oewe | owsn | o

ar o o oo | oo | oowr | oor | oo | oo oot o7 ooiss o2 vsiste | owss | oeun | owm | osm | owm

Ao N D D D v D o D oot B o7 (B ot oo vew | owen | owm | omn

visc onrs P o oooms | oots | oo |0 o oo p oos 02105 oo vosii | oere | owe | oswor | oo

e e o T R o oot o0 oot vaie o1 oo veties | owmi | o | omia

Sown i D D v D o o v D o oo oo oot vooss | oo | owes | oswor | o

et iy o o v [ owns | o v S0ty oo oo oo vaien o061 oo | oem | w1 | ower | s

T iRy D vonn D D D D o 0 0 oo oo oot oo Vet | oww | owm | o

Vi e oo oo | ooww | oww | ower | ows | o o o oo oas o vons [ oeow | o | vere | omoie

o orr IS o5 | oere | ez | osm | own | owss o550 ot ooss osisss vt o oare | owsor | otean | oarms

oy e oo vovis v owe | oonm | owws | oww o ooz Ve Ve o T A N T

W | ore | m oS oo oo | oo | oo | oows | owmz | oow [OE o018 oo o2 oo [ omm | o | e | oew | owe




Table S4: Monthwise entropy of Hotspot mutations for 10286 Indian SARS-CoV-2 Genomes along with other details
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Figure S1: Amino acid changes in the proteins for the non-synonymous deletions and substitutions
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Figure S2: Venn diagrams to represent common hotspot mutations in the SARS-CoV-2 genomes for (a) Global vs. Alpha (b) Global vs. Beta (c) Global vs. Gamma (d) Global vs.
Delta (e) India vs. Alpha (f) India vs. Beta (g) India vs. Gamma (h) India vs. Delta
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Figure S3: (a) Percentage of Nucleotide change (b) Frequency of Nucleotide change for hotspot mutations in Global SARS-CoV-2 genomes (c) Percentage of Nucleotide change and

(d) Frequency of Nucleotide change for hotspot mutations in Indian SARS-CoV-2 genomes



